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C n Arora Co r r oc t bcl tjy' tho STIC Sys« Brnnch / 

~ Processing Palo; l// S/y nn / 

Mod bv: /J r=^t^SdL 



Numbor: oy A g3,2 ^^ r-FW TFRP z^^l. 

Changod a f.to Irom non-ASCII lo ASCII C IN | C H t U . : 1 sU " 

Changod .ho margins in cases whoro the sequence loxt was Vjrappod: d^^o^EC EIVED 
Edited a lormal orror in the Cunoni Application Data section. spoc-licaJly: APR 2 5 2001 



" , -n TECH CENIERJ60Q/2900 

Edited tho Current Application Data section with the actuaJ current number. The number .npulfcd by lift 
applicant was □ tho prior" application data; or □ olhor . lL 

Added iho mandatory hoading and subheadings lor -Current Application -Oata'. ^dh^/c/ 

Edited the "Number ol Sequences- Hold. The applicant spelled out a number .nstoad ol using an integer. 

Changed the spelling ol a mandatory I.eld (tho headings orsubheadings). specnio*,:. 

Corrected iho SEQ ID NO when obviously incorrect. The sequence numbers that were edilcd were: 



Inserted or corrected a nucleic number at the end ol a nucleic lino. SEO 10 NO"s edited: 



Corroded subheading placcmcnl. All responses must bo on tho samo line as each subheading. II iho 
applicant placed a response below the subheading. Ihis was moved to .Is appropnato place. 

Insencd colons alter headings/subheadings. Headings edited included 



Doloted extra, invalid, hoadmgs used by an applicant. spccilicaJly: 



Delciod: Q'non-ASCll -garbage" a. the beginnin ^nd ol lilos : □ secretary inr.ials/lilenamo a. end ol lilo: 
□ pago numbers throughout text; □ other invalid .u*.. =,JUn as _ 



Insortcd mandatory headings, specifically: 



Corrected- an obvious error in iho response, specifically: 



Ed.tcd ,doniil.ors where upper case is used but lower case .5 requued. or v ,cc versa. 
Corrected an orror in Iho Number ol Sequences field, specifically: 



□ 
□ 
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A "Hard Pago Dreak" codo was inserted by Iho applicant. All occurrences had lo bo delolcd 

Oelo.ed coding stop codon ,n a m,no acid sequences and adjusted tho -(A)Lcngih:- Ucld acco rdingly (err or 
duo lo a Patontln bug). Sequences corrected: - — — 

Other: 



Js---, c — ^> - -- . 

jr-J *• • . c-i i, n mmmunicaled to the applicant in tho first Office 

■lCj<a minor- TJto nbovo corrections musl 1)0 commuiiiLJiLu iu i ( 
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There S/ Nikoiaus corrected Diskette Neprfen 
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TITLE OF INVENTION: PLANTS WITH CONTROLLED SIDE-SHOOT 
FORMATION AND/OR ABSCISSION ZONE FORMATION 
FILE REFERENCE: 11216-002001 
CURRENT APPLICATION NUMBER: 09/403, 262A 
CURRENT FILING DATE: 2000-01-05 
PRIOR APPLICATION NUMBER: DE/197 15 700.9 
PRIOR FILING DATE: 1997-04-15 
PRIOR APPLICATION NUMBER: PCT/DE98/01070 
PRIOR FILING DATE: 1998-04-15 
NUMBER OF SEQ ID NOS : 14 

SOFTWARE: FastSEQ for Windows Version 4.0 
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<210> SEQ ID NO 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Arabidopsis 


thaliana 
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VERIFICATION SUMMARY DATE: 04/13/2001 

PATENT APPLICATION: US/09/403 , 262A TIME: 13:25:26 

Input Set : A:\11216-002001.TXT 

Output Set: N:\CRF3\04122001\I403262A.raw 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:291 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:306 M:341 W: (46) "n n or "Xaa" used, for SEQ ID# : 12 

L:366 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 14 
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